. Also, uncontrolled fermentations induce variable nutritional and sensorial attributes.
79
Thus, it is important to select well-defined starters and initiate controlled fermentations 80 that will provide products with high nutritional quality and also good hygienic attributes 81 and stability. In the process of selecting starter cultures, identification of the microorganisms using 83 well defined methods including both phenotypic and genotypic approaches is crucial 84 (Holzapfel, 2002) . It is also essential to use safe bacteria (e.g. absence of toxin 85 production and antimicrobial resistance determinants) to protect the health of the 86 consumers. Earlier studies (Louembé, Kobawila, Bouanga, & kéléké, 2003; Kobawila, 87 Louembé, Kéléké, Hounhouigan, & Gamba, 2005) 
Detection of toxin genes
Chromosomal DNA of each isolate was extracted as described previously. All isolates
196
were tested for the presence of Hbl (HblC, HblD), Nhe (NheA, NheB, NheC), CytK and 197 EM1 genes encoding respectively the production of haemolysin BL, non-haemolytic 198 enterotoxin complex, cytotoxin K and cereulide, using the method described by (Ouoba, 199 Thorsen, & Varnam (2008b) . The primers used are depicted in Table 1 
Results

225
During the fermentation, the total mesophile population increased from 10 Lysinibacillus louembei (1.11%).
242
Characterization of the bacteria by ITS-PCR generated seven groups of isolates that 243 were further subdivided into smaller clusters by rep-PCR. As seen in Table 2 and Fig.1 
301
The origin of the bacteria found in the raw materials and carried through the 302 fermentation is mainly from the environment. A study by Liu et al. (2013) clearly identified, the use of other types of primers for the genes screened for may M A N U S C R I P T
A C C E P T E D ACCEPTED MANUSCRIPT
17 assist the identification. Also, the new methodologies described by Branquinho et al. blood agar and presence of the Hbl genes and production of the haemolytic enterotoxin.
M A N U S C R I P T A C C E P T E D ACCEPTED MANUSCRIPT
18
In fact, most non B. cereus isolates and one B. cereus strain showed haemolysis on 378 blood agar but did not exhibit the Hbl genes and did not produce the haemolysin toxin.
379
As reported by Lindback, Fagerlund, Rodland, & Granum (2004) 
436
Differentiation of Bacillus pumilus and Bacillus safensis Using MALDI-TOF-MS.
437
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